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BRAF biomarkers of sensitivity 
Targeting mutations in melanoma. Smalley, KSM 

NRAS mutations in melanoma: How can we develop targeted therapies for these patients? Davies, MA 
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#2806   BRAF and MEK inhibitor profiling across 240 tumor cell lines to correlate with sensitivity and resistant 

biomarkers. K Bernards, Y Ovechkina, J Cheng, J Kushleika, A Angione, J Hnilo, C O'Day. 



Resistance to Selective BRAF Inhibition Can Be Mediated by 

Modest Upstream Pathway Activation 

#2806   BRAF and MEK inhibitor profiling across 240 tumor cell lines to correlate with sensitivity and resistant 

biomarkers. K Bernards, Y Ovechkina, J Cheng, J Kushleika, A Angione, J Hnilo, C O'Day. 



BRAF biomarkers of sensitivity 
#2806   BRAF and MEK inhibitor profiling across 240 tumor cell lines to correlate with sensitivity and resistant biomarkers. Karen 

Bernards, Yulia Ovechkina, Jushun Cheng, John Kushleika, Alison Angione, James Hnilo, Christine O'Day. 

• MEK1 mutations (MEKp124L/S, Emery, PNAS 2009; MEK1C121S, Wagle, JCO 

2011) 

• COT overexpression, CRAF activation (Johannessen, Nature 2010) 

• NRAS mutation, PDFGR overexpression (Nazarian, Nature 2010) 

• IGF1R overexpression (Villanueva, Cancer Cell 2010) 

• BRAF amplification (Corcoran, Sci Signal 2010) 
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Estrogen receptor mRNA expression in breast cancer: correlation with 

response to tamoxifen 

#691   Estrogen receptor mRNA level in breast cancer predicts response to tamoxifen. J Bordeaux, H Cheng, A Welsh, B Haffty, D Lannin, 

X Wu, N Su, X Ma, Y Luo, D Rimm 

ER % expression (IHC) ERS mRNA expression  



HER2 variants in breast cancer 
#916   Role of delta16HER2 splice variant in HER2-driven tumor progression and response to targeted therapy. SM Pupa, 

L Castagnoli, GC Ghedini, R Zappasodi, V Ciravolo, G Marzano, G Santilli, A Amici, C Marchini, M Di Nicola, R Canese, E Iorio, M Iezzi, E Tagliabue 



HER2 variants in breast cancer 
#3   HER2 gene-amplified human breast cancer cells harboring a gatekeeper T768M mutation in HER2 overexpress 

EGFR ligands and are sensitive to dual therapeutic blockade of EGFR and HER2. R Ghosh, A Narasanna, A Chakrabarty, JA Engelman, CL 

Arteaga 



Predictive biomarkers for mTOR inhibitors 
#4835   Genetic determinants of mTOR inhibitor response in breast and endometrial cancer. B Weigelt, PH Warne, M Lambros, JS 

Reis-Filho, J Downward 
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Predictive role of EGFR exon 20 mutations in NSCLC 

#23   Sensitivity of EGFR exon 20 insertion mutations to EGFR inhibitors is determined by their location within the tyrosine kinase domain of 

EGFR. H Yasuda, NJ Sng, WL Yeo, LL Figueiredo-Pontes, S Kobayashi, DB Costa. 
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Comprehensive next-generation sequencing for clinically 

actionable mutations in FFPE cancer tissues 
#3178   Can DNA from archived formalin-fixed paraffin embedded (FFPE) cancer tissues be used for somatic mutation analysis in 

next generation sequencing? E Palescandolo, R Jones, A Raza, A Sunkavalli, PK Brastianos, M Ducar, C Go, C Roden, C Hatton, M Hanna, A Mills, R Adusumilli, P Kumar, ML Meyerson, 

HC William, L MacConaill, P Van Hummelen 



#5543   Hetmap: Evaluating tumor heterogeneity in immunohistochemistry-stained breast cancer tissue. SJ Potts, N Landis, 

D Eberhard, SC Schmechel, D Young, JS Krueger, H Lange 

Intratumor heterogenity and impact on biomarker detection 
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Mensajes finales 

• Emergen nuevos potenciales marcadores de sensibilidad a inhibidores de BRAF 

en melanoma 

• La resistencia a los inhibidores de BRAF en cáncer colorectal se revierte 

combinando inhibidores de EGFR 

• PI3K y PTEN, posibles marcadores de sensibilidad a los inhibidores de mTOR 

• Importancia de las mutaciones/variantes de HER2 en la resistencia a los 

inhibidores de HER2 

• Relevancia de la heterogeneidad tumoral 


